
“Interesting and new for their site”

-Valentina



Community-driven Interface 
Development



Suddenly, it hit me

• I         H.C.I. studies 

• My programmer does not actually know 
what the community wants.
– make tools, get excited by tools, show-case those tools

• It is unlikely that each clade-specific 
community will be the same.



It’s the community, Stupid

• Phase 1 : Subjective assessment 
– Find the scientific community (3 mo)

• Phase 2 : Design and refinement
– Solicit the scientific community (2 mo)

• Phase 3 : Performance assessment
– Evaluate if they are happy (1 mo)

• Repeat 
– (forever)

For each clade:



Personnel

• Project Coordinator (Lauren)

• Per clade:
Assign Contact Bioinformatics Analyst
Assign Contact Bioinformatics Engineer



“your baby is always beautiful”





Phase 1: Subjective assessment

Identify targets:
axe TIGR faculty  - Contact BA
compile email list
contact authors 

Create online survey 
Email and track survey lists
Correlate results



Phase 2: Design and Refinement
Coordinate w/ web development team 

Design Prototype 

Consolidate literature and data 
Epidemiology literature 
IEDB collaboration
update new characterized tables 
curate data dump of  genus specific characterizations
update with additional characterizations

Data storage 
organism specific database
implement characterized tables
Gemina database



Phase 3 : Performance assessment 

Tool development 
Coordinate w/ web development team 
Continue to consolidate literature and 
data 

Continual solicitation of community 
editorial/usage feedback 



Burkholderia Research Interests
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Burkholderia Research Concerns
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Homology Searches

To infer 
function

19%

To study 
paralogy

7%

To study 
orthology

8%

To study 
phylogeny

10%To search for 
motifs
14%

To determine 
uniqueness

15%

To infer 
similarity

17%

To validate 
annotation

10%



Comparative Genomics

To identify 
orthologs 
& gene 
families
20%

To 
compare 
paralogs

8%

To analyze 
SNPs
8%

To 
compare 
bichem. 

pathways
18%

To align 
whole 

genomes
15%

To 
compare 
operon 

structure
13%

To 
determine 
synteny

10%

To 
determine 
rearrange

ments
8%



Genome vs. Genome Protein Hits















Trends

• Develop surrogates

• People really do participate in surveys

• Many solutions were simple



Trends

• People really like:
– Evidence
– “experimentally determined” information
– Publications
– Protocols



Soon

Rat Genome Database:
“How do I….” page.



Next few months

SWAT team custom analysis
– Email list and survey development defines responsive 

users
– Choose two
– Create situation-room
– Develop solution, walk user through
– Roll into interface
– Question: do people really need the interface?

Image: the BRC smokejumper


